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NTDB id 1002027 ABFG93 RS18075 WP 347549412.1 MGIIYSYLFLSGLVMGSFFNVVGLRVPKKLSIVRPRSSCPRCKRNLGPLELIPVVSFLFQKGKCKGCLSKISPIYAVIEF 80
NTDB id 103 BSU 28070 NP 390685.2 ...MLSILFIFGLILGSFYYTAGCRIPLHLSIIAPRSSCPFCRRTLTPAELIPILSFLFQKGKCKSCGHRISFMYPAAEL 77
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NTDB id 1002027 ABFG93 RS18075 WP 347549412.1 ITAFLFMITPHLIGWSHELLVAYGLLSLLIIVSISDFVYMIIPDKVLLFFGGYFILVRVIVPLDLWYSPFLGAAVGFIFL 160
NTDB id 103 BSU 28070 NP 390685.2 VTACLFAAAGIRFGISLELFPAVVFISLLIIVAVTDIHFMLIPNRILIFFLPFLAAARLISPLDSWYAGLLGAAAGFLFL 157
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NTDB id 1002027 ABFG93 RS18075 WP 347549412.1 LLIAIISKGGMGGGDIKLFAVLGLVFGYQQLLLVFFFSTLCGTIIGLGALLTGKVKRKQPVPFGPSIAIGSLITYYFSSR 240
NTDB id 103 BSU 28070 NP 390685.2 AVIAAITHGGVGGGDIKLFAVIGFVLGVKMLAAAFFFSVLIGALYGAAAVLTGRLAKRQPLPFAPAIAAGSILAYLYGDS 237
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NTDB id 1002027 ABFG93 RS18075 WP 347549412.1 ILEWYVNLL.. 249
NTDB id 103 BSU 28070 NP 390685.2 IISFYIKMALG 248
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