logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1001900 ABFV80 RS14685 WP 347485047.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402
1169

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1001900 ABFV80 RS14685 WP 347485047.1
1252 GC0O85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402
1169

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1001900 ABFV80 RS14685 WP 347485047.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402
1169

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1001900 ABFV80 RS14685 WP 347485047.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

i VBHSRS po c Ko

QKLKT VK VSA EA éﬁ TtRé
! 2L e ok \F(*?(E EB&QS&%K Iy E L E R RIS LRV
........... MKT I[P QEX NEREK
.......... MKATQTLPEKNMRMK
..... MAKNGGFSLFINKKEKRJAI
..... MAKNGGFSLFINKKEKRJAI
MATTTAAASKGKTKSINTKTFLME
........... MDKNEPPILTIgH
........... MAQKINIKNSV)AT
.......... MAAKKTQV PV)aA
.......... MAVKK.QM PTFA
*
D lETRQLST "é'T lr VQA E|VAEN&»N&%L
DIT FTRQ ATM
DIT lTRQLATM
FTRQL TM
FTRQL TM
FTRQLATM
F RQLATM
FTRQ ATM
FTRQLATM

FTRQLATM
RN RN

*kokk | kok

Ev
EI |/<r’

el

IVARGNIYNPREEYT LIBYIKI VERG [FLSEAIGRKNPIMYFDNLYCNLV JAGEI GML
I TKI  EpGIl L j3 HKEPMYF 8L CNLV JAGE|YSGHIL
(¢! DI NVIRIK B D D 4 QY AN S F Il S

K EVEQ Ts Jﬁ

REX NQS

AG PL QAF
MAG PL QAF
AGVPL Q F
B G PLVQAF
AGVPL Q F
AGVPLVQAF

AGVPLVQ F
EE N | % * %k *

e LR AR Est ey s Ao T S e

)3 RLATY EK E@ML JKVMKALMY PNV PIIF K FYNFGADLPAFTQ V
PIRIFIE| FISHFGA LP FTQQ
PIFY-  INWUGA - LPIATQp
PIFIY
PIFIY

kkkkk ok * * | oskokok ok * * 1 * | Froxr

I3 RLATY EK ENL EKVEKALIYPRWIV

LD LAMYKEK INALWWYP NV

LD LAMYKEK I\ IMKVKEWALIYP KV ERIGA - LPAIRT QY V

LDRLATY.EKIEA KNKVKSJALYP BV FINFGADLPAIZTI®R V

LD ATYKEKHEN KISK KKAL@YP RV FIQYFGADLP ANIT] V

LDR ATYKEK ERLKEIK KKA MYP EV PWNEWN FESIFGA LPAFT
PlUFIy FSIFGADLPAFTQ V
PVFQ FISJFGADLPAFTQ V

Tkl

Plskoskskk kxx [

LDR AMYKEK ENJLKENK KKA IQYPLWAV
LDR AMYKEK EMLK[AK KKA ){YPlW§V
* sk bk bkl | % sk ok Pksrxlx lx 1k

Pk Dk ok Dokskskk kokk

'Yilékvéek#éEé .BSKKFRER D

é’\/A

FEGEBFVSL ISGKIMSQRSDS RTLAT F AG P

RTLAT FAAG P
IREAAGVPLVDWYL STAGARGN
JREAAGVPLVDYL STAGARGN
RTL NEFAAGVPLV L M GA
ARTL l FAAG PLV ALFESWYAGA
ARTL T FAAGVPLVDAL S|YAGA
RTLAT FAAGVPL DALRSTAGA

RTLAT FAAGVPL DAL STAGA
N EEEEY RN Lok ok Uk

V]
ARY

I G AT FilaA

* % % * % * % kok ko ok Dok |k | * * % |

147
148
150
150
154
147
146
149
149

227
228
230
230
234
227
226
229
229

307
308
310
310
314
307
306
309
309



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1001900 ABFV80 RS14685 WP 347485047.1

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1001900 ABFV80 RS14685 WP 347485047.1

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

AR

VGGLVVAMYLPIF LISV G
GiL VAMYLP F LGN
GIL VAMYLP F LGN
GG VVAMYLPIFELG

VGGLVVAMYLPIF]
VGGL AMYLPIF
VGGLV AMYLPIF

VGGLV AMYLPIF
* 1 R I I B B B

X non conserved
B similar
>50% conserved

407
408
410
410
413
406
405
408
408

LQM3
LQM§]
L QMg
YEREV NAVD LSH
YENEVDNEVD L [
YESEVDEAVD L §
YEEVDNAVD L ]
N N o N N R Ny

387
388
390
390
394
387
386
389
389



