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MWKKNKVKAGVLLYAVT AAIFSLLLQFYLNRQVAHYQDYQWLNKEKLVAFAMAKRTKDKVEQESGEQEFNLGQVSYQNKK
MWKKMKVKAGVL YAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKL AFAMAKRTKEKVEQESGEQIFNLGQVSYQNKK
MWKKKKVKAGVLLYAVT AAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQEFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK

MWKKKKVKAGVLLYAVTIAATIFSLLLQFYLNRQVAHYQODYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK

MWKKKKVKAGVLLYAVTIAATIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
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[ LRAORSEHE SRR TR et A

THLVTQVRTIZKSQYEF FPSVKIKEEK@DKKEINVEYTDS SIMMAEKKKSEEKWEKKEN|3 137
TRILVTRVRT|ZKSQYEF FPSVK KEEKAKKEISVETDSSIMAEKKKSEEKWEKKENS 137
TGLVTRVRTDKSQYEFLFESVKIKEEKDKKEEV)TDSSEKIEK K ENNANE 130

TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
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X non conserved
B similar
> 50% conserved



