logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1001647 ABFG87 RS20000 WP 136773654.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1

1016 ACIAD RS01680 WP 004920476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402
1169

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1001647 ABFG87 RS20000 WP 136773654.1
1252 GC0O85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1

1016 ACIAD RS01680 WP 004920476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1001647 ABFG87 RS20000 WP 136773654.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1

1016 ACIAD RS01680 WP 004920476.1

1402
1169

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1001647 ABFG87 RS20000 WP 136773654.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1

1016 ACIAD RS01680 WP 004920476.1

1402
1169

consensus

s g.&EER@K%ﬁ Tl

TRVETS. . . ..
TRVETE. . . ..

AN AR é§§A§KE ¢¥E EBéﬁsA WELEY EAESEAEéﬁ {

....... MKT I[P QEX NEREKEMN SSEK .

...... MKATQTLPBKNMRMK NSNGK.

MAKN.GGFSLFIKKEKRFI RHSASDKL E
A

= .\ﬂ\. I

MAKN.GGFSLFJAKKEKRJZT RHSASDKL

MATAAARAAATKVKEST|3V GEK .V MRGILR - QGI)Y WK I KQ LR .....
....... MDKNEPPHELT)§H AGQ. A JTWLRKQGINARYK [KiY: koY FDR.KN
....... MAQKEAIKNSVIAT QA . il INMLRKQG I)pdelk

...... MAVKK] QM PT|gA KV . NV T|MsA R THR NSRIE KRIK N LEGLFK
...... MAAKKTQV PV|gA KT . NSV TR Rfep TR TIgRE KR K N FEGLLK

* 1 x * % ok !

| %% * * * *

§b§VEQ LiﬁALRKg SYFDhLXID{VET EKA A{ETL

— T
::I:J
4222)
r___
—————l
n
m
——
ZI=>
:EL__
<
- —
™
P4
l
%ZEZ
»
mmm
xmﬁ
UXfITI
-<|—
o
.u-

HAG PL QAF
K GVPL QAF

B G PLVQAF
KAGVPL Q F
KAGVPLVQ F
KAGVPLVQAF

F
F
KAG PL QAF 1L
L
I
L
I
1L
L

oo F Bl o S ey

PE A4 FYREFGADLPAFTQ V
PRIFIN| FISEFGA LPEFTQEV
PIFIe
PIFIY  INUGA  LPAWMTQEV
PIAFI

DL ANF

EWIGA LPIgAT QpyV
FRWEFGADLPAIZTIM V
FIQ4FGADLPANIT V
FEWIFGA LPAFT

FESJFGADLPAFTQ V

FTSFGADLPAFTQ V
N

Pl

P\F

PVFK
*rokk k|

AB@%RTL@\EFAA Y L@@{

A AT NVl Avﬁ
KTAN =
SRTLAT FAAG P

IRFAAGVPLVDWYL STAGAEGN IYEXA I
V A
RTL

skokk Pk b b boksk sk Dok Ik 1 (e % %k %k %k %k %

ALl st DR 6 el

LLAARS SREEENEP

GIFAT A PIGGDI
AT B A PIRGDI
I WF 3 S SN DR LK P G I
SFERe) I SIBFIl DR LK P GEI
WMYEDR LK P GDI

¢ D ALK PIFGD

WFAAGVPLVDWYL STAGAMGN 1vEjpa
WFAAGVPLYV L S|j GA
RTL | FAAG PLV ALESYAGA
RTL T FAAGVPLVDAL SPAGA
SRTLAT FAAGVPL DAL STAGA
SRTLAT FAAGVPL DALMSTAGA
ok | Ry Ty e Lk U

I\ AREEK Q AHTIEIE
Uip EAIKRSK

151
152
154
154
154
151
150
153
153

231
232
234
234
234
231
230
233
233

311
312
314
314
314
311
310
313
313



HE ol ket st sz, £

|-.XQ. W T\.

Logo el oo ot Rawabr i e

TRURL 2T
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )
NTDB id 1001647 ABFG87 RS20000 WP 136773654.1
NTDB id 1252 GC085 RS07730 WP 011213805.1
NTDB id 1198 PSJM300 03950 AFN76868.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1

consensus R * 11 * 11 P Pt 1l Pl Do Dok Dok skok D losk Dok | Dok |
<0
oL R
NALA

NTDB id 1402 DSB67 RS12670 WP 010643257.1 VIS AMYLPIF LEISV B 407
NTDB id 1169 A1552VC RS11075 WP 000648511.1 AMYLPIF LEISV B 408
NTDB id 1112 NGFG RS09215 WP 003689811.1 AMYLP F LGV P 410
NTDB id 1113 AAA85695.1 219..1451( ) AMYLP F LGIJVV 410
NTDB id 1001647 ABFG87 RS20000 WP 136773654.1 AMYLPIFJ{ GIogAV 411
NTDB id 1252 GC085 RS07730 WP 011213805.1 AMYLPIF|ALGSEVES 406
NTDB id 1198 PSJM300 03950 AFN76868.1 AMYLPIF GSVVS 405
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIF GSVVS 408

NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF .. 408
consensus

non conserved
similar
>50% conserved

[><] JES



