logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

KK KKKEEIAKKD%EE,KAL@@ALKB

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1001640 ABFG87 RS12875 WP 136772355.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus *

MRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG

i MRLG

MRLG

IEKRJFGKGRAIM
IEKEFGKGHIIM
IEKRFGKGI\IM
IE [NFGKGHIM
IEKNFGKG IM
IEKWNFGKG IMRLG
IEKNFGKG IMRLG
IEK@NFGKGA MR G

MRLG
kook ok bl okokokok ok

|
V

Hhef Kt B, o

>

S
S
S
S
S
S
)
S
S
P|
S
S
S
S
P
S
S
)
S
S
S
S
)
S
S
S

* 1 1%

1)

GSLBLD
GSL LD

GSLBJLD
S

NN



logo

Y
|

YTl oMLY Mo Muael L e

EIYGPESSGKTT 154
EIYGPESSGKTT ARENQKIAGGIWNAF IDAEHALDPEYY ARRAL GVN 153
EIYGPESSGKTT ANBQKINGGINNAF IDAEHALDPIYY ALWALGVN 153
EIYGPESSGKTT AREAQKIAGGIWNAF IDAEHALDPEYY ALWAL GVN 153
EIYGPESSGKTT ANRQKINGGINNAF IDAEHALDPEYY ALWALGVN 153
EIYGPESSGKTT AREAQKIAGGIWNAF IDAEHALDPEYY ALWAL GVN 153
EIYGPESSGKTT ARENQKIAGGIWNAF IDAEHALDPEYY ALRAL GVN 153
EIYGPESSGKTT ARFAQKINGGIWNAF IDAEHALDPEYY ALWAL GVN 153
EIYGPESSGKTT AREAQKDIGGIWNAF IDAEHALDPEAY ALWAL GVN 153
E YGPESSGKTT AIYQENGGAENAF IDAEHALDPYYARIMLGVN  ELL 138
EIYGPESSGKTT AIRYQK[NGGIWIA IDAEJA DPJYAWWALGVN D LL 140
BEIYGPES[EGKTT ARENQKEAGGINMAF IDAEHALDPWUY ARSNLGVNQSNDELL SQPDNGEQALETI} 152
EIYGPESSGKTT AINSOKENGGUAMAF IDAEHALDAASY AJSQYL GV NEYD Ll SQPDIJGEQALEIY 139
EIYGPESSGKTT AIEOKINGGUASAF IDAEHALDNIY AJQHL.GV gy I SQPD GEQALEI)® 141

¢

NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1

EIYGPESSGKTT AINSOKINGGUASAF IDAEHALDUSIY AJSRLGV L SQPD GEQALEI)H 141
EIYGPESSGKTT AIINQKYYGGIWIAF IDAEHARGDIYNSIY AIISLG N SQPDRIGEQALETIfA 148
EIYGPESSGKTT AQAQKGNKTCAFIDAEHALDPVYARNLGVN.DELL SOPDNGEQALET[e 156

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUGAF DAEHAIDPUYABRISLGV]S ELM SQPD GEQALEI[S 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUCGAF DAEHAIDPUYABRISLGV]S ELM SQPD GEQALEI[® 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT VGAF DAEHAIDPMUYAIBNLGV]Y EL) SQPD GEQALEI 140
NTDB id 1001640 ABFG87 RS12875 WP 136772355.1 EI GPESSGKTT \#1A IDAEJALDP|YYAMILGVN § L SQPD GEQALEIf 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INYAFIDAEHALDIMYY ADIALGVIS |y LL SQPD GEQALEIMN 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1205 PSJM300 05545 AFN77183.1

NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
consensus

I EI GPESSGKTT PYNOAFIDAEHALDPYYAJ4SLGVN DELL SQPD GEQALEId 139
I EI GPESSGKTT IQN¥AF IDAEHALDPYYAISSLGVN DELL SQPD GEQALEI[ 139
I EIYGPESSGKTT D LL SQPD GEQALEIM N 139
I EIYGPESSGKTT WeAFIDAEHALDPNYAIIYLGV  DJLL SQPDEIGEQALEIfN 139
I EIYGPESSGKTT ML WeAFIDAEHALDPWYARR4LGV DRLL SQPDRIGEQALEIJ 139
FRlke LVTERDI D R T skl Do ok Ta DLEalobe DL T hskkrkrk okl LLol D Uxlxl % cork Lkl x




» (AL

50, 587 L Sl o IRV E T N

NTDB id 600 KWw2 RS01765 WP 011675413.1 G MGDSEVGLQAR 232
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHMGDSHVGLQAR .. 231
NTDB id 228 SPD RS09265 WP 001085462.1 GDMGDSHVGLQAR .. 231
NTDB id 194 SPR RS08825 WP 001085462.1 GDHMGDSHVGLQAR .. 231
NTDB id 159 SP RS09750 WP 001085462.1 GDMGDSHVGLQAR .. 231
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHMGDSHVGLQAR .. 231
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHMGDSHVGLQAR .. 231
NTDB id 453 Spy49 1753c ACI62003.1 GDMGDSHVGLQAR .. 231
NTDB id 408 SMU RS09530 WP 002262392.1 GDHMGDSHVGLQAR .. 231
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR .. 216
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR .. 218
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSINJGLQAR .. 230
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR . 218
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR . 220
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR HJS . 220
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJEIAR .. 226
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR .. 234
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 218
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR .. 218
NTDB id 1123 0K783 RS03845 WP 003688695.1 GDMGDSHVGLQAR .. 218
NTDB id 1001640 ABFG87 RS12875 WP 136772355.1 V DSVAALWPKAEI MGD GLQAR 220
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAAL|PKAEI MGD GLQAR .. 226
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALWPKAETI MGDSH GLQAR |H .. 217
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALWPKAET MGDSH GLQAR |H .. 217
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALWYPKAETI MGD HVGLQAR .. 217
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAETI MGDSH GLQAR .. 217
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALWPKAETI MGDSH GLQAR .. 217

consensus FPEEEEL b b bk bk 1 kD Uk b Pokok Dok Dok b Dokskok % k% * [ N



logo /;\SVRMR LIRIKTY g%sEEM AMil K KNKVAA F éA%VE” g Sli‘:r E Ki A XSY

NTDB id 600 KW2 RS01765 WP 011675413.1 IMGSTKIEEGS. KVVKNKVAPPF IM GEGISGEL N 311
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 159 SP RS09750 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF IfYGEGIS K 310
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 291
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF IMYG GIS D 293
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPF G 306
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNBEP KVVKNKVAPPF DY 293
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH BNKVVKNKVAPPF DY 295
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQNEQH BKVVKNKVAPPF DY 295
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF D 306
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMBCGV. .. .V.KDGBEI KVVKNKVAPPF I 309
NTDB id 1130 NGFG RS03960 WP 003688695.1 TGS . ...I.KKGEEV KV KNKVAPPF D 293
NTDB id 1124 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKG KV KNKVAPPF D 293
NTDB id 1123 0K783 RS03845 WP 003688695.1 TGS . .. .I.KKG KV KNKVAPPF D 293
NTDB id 1001640 ABFG87 RS12875 WP 136772355.1 MBIGA....V.KKG K AKNKVAPPF D 295
NTDB id 1427 RS RS02760 WP 011000510.1 RIGS. .. .I.KKG KVVKNKVAPPF D 301
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IMBTGA....I.KEG KVVKNK APF D 292
NTDB id 1142 GTF74 RS11550 WP 000344154.1 IMBTGA....I.KEG KVVKNK AEPF D 292
NTDB id 1205 PSJM300 05545 AFN77183.1 RTGA. .. .V.KEG KVVKNKVAPPF D 292
NTDB id 1022 ACIAD RS06390 WP 004925639.1 MRIGQ....V.KEG KVVKNK APPF D 292
NTDB id 1074 ABD1 RS10195 WP 000344167.1 RIGQ. .. .V.KEG KVVKNK APPF D 292

consensus E I I E S B IE R N R B B S xk ok Dk |k * %k * kkk b kskxk |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
625
1313
1245
1214
1211
1334
1389
1130
1124
1123

1001640 ABFG87 RS12875 WP 136772355.1

1427
1165
1142
1205
1022
1074

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1

RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1

ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

IDGEEIAES
IDGEEAAES

QNSMEMEGMISGSE.
SNEEIMPLP.
SNEEIMPLP.

LEESEEESAMAV.
IEEDNTEEKQSS.
DNNGVVQQQAEE.
SDVPEEDLPTTE.
MAAIRAGNAGEAPALAPAPAAPEAAEA

NKK

NKK

Q %ENéﬁKXL EN ElKDEleQVBEKELV'E YR B tPE ey AneEn VﬁEE¥¢LDLpDELE

LDDSEVAETEEE.
IDGEEVSEQDTE.
IDGEEVSEQDTE.
IDGEEVSEQDTE.
IDGEEVSEQDTE.

TTASKTKAKAKKEEKAVETEEIELELED. ..
. .PKKEEA. .VNEEVPLDLGDELE
. .PKKEEA. .VNEEVPLDLGDELE
. .PKKEEA. .VNEEVPLDLGDELE
. .PKKEEA. .VNEEVPLDLGDELE
. .AAQVDS..VNEEVTLDLGDELE
.VAQVDS..VNEEVTLDLGDELE
TDDLALDLDNGIE
...ETDEK. .ADKNLVLELDDTIE

SNPNSVLKA. .

EMHITEGT.

EMHITEGT. .
EMHITEGT. .
FGEVPIESG. .
TPMGAV.T. .
JEMLLNPENMQLIA. .
JEMLLNPENMQLIA. .
JAKLLETSANTKAT. .
JEQLLTKASDQTAA. . .
WEQLLTTGTNGAVQ. . .

KEK. . ..
TQERL . EFE.E
DE.QI.NILPDDST....
.DDEG. .
.DEPL. .
.DEPL. .
TASDSNESDVEEFS. ... ..
.QDET...... DGERP......

387
383
383
383
383
379
379
375
380
348
355
363
343
347
347
343
372
348
348
348
352
352
354
354
347
349
349



logo

IELEE
NTDB id 600 KW2 RS01765 WP 011675413.1  ..... 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEIEE 388
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEIEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEIEE 384
NTDB id 453 Spy49 1753c ACI62003.1 IED.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 LED.. 383
NTDB id 115 BSU 16940 NP 389576.2 ..... 348
NTDB id 625 LCA RS02525 WP 011374196.1  ..... 355
NTDB id 1313 DR RS12030 WP 010888966.1 ..... 363
NTDB id 1245 Cj1673c YP 002345041.1 ..... 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ..... 347
NTDB id 1211 C694 RS00795 WP 000963128.1 ..... 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 ..... 343
NTDB id 1389 A4U84 RSO7560 WP 021112712.1 ..... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 ..... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 ..... 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 ..... 348
NTDB id 1001640 ABFGS87 RS12875 WP 136772355.1 ..... 352
NTDB id 1427 RS RS02760 WP 011000510.1 ..... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 . .... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ..... 354
NTDB id 1205 PSJM300 05545 AFN77183.1  ..... 347
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ..... 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ..... 349

consensus

X non conserved
B similar
il >50% conserved



