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LYSAEAKQADEQLGNSKSNFYETRSANVKLLYEKI LEASRYFPYTGSRYHARQQAS IQL
NTDB id 1001633 ABFG87 RS09150 WP 211243452.1 MNKILPRILAATIAAALIAGCS...STQQEQDETRGWSAEKIYSEAKAEQGSKNFERSNKLLEKLEARYPYGRYAQQAIL 77
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKILL....TVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQL 76
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKILL....TVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQL 76
consensus !*!!!* **********!***** ******!**!!*!!*!*!!**!**!*!**!**!!*!*!!*!*!**!*!*!**!
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DTAYNAHYYKDQDEPKLDLKALAAI EDRF IRKRQLYHPAQHPSNMDYALYLRGLVHLFNETDQGSFMLSNFKLAKSQDMWSEDRDPKAANRDESAFYDQSAFRAQELVTQR

NTDB id 1001633 ABFG87 RS09150 WP 211243452.1 ETAYNHYKDQEPLLALAAIDRFIKQYPAHPSMDYALYLRGLVHFNETQGFMSFLAKQDMSERDPKAARDSFDSFRQLVTR 157
NTDB id 1102 NMB RS03635 WP 002244053.1 DTAYAYYKDDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQR 156
NTDB id 1106 NGFG RS01495 WP 003687645.1 DTAYAYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQR 156
consensus *!!!**!!!*!***!!!!!*!!****!*!!*!!!!!!!!!!!*!!!*!*!***!!*!!*!*!!!!!*!*****!**!!*!

logo FPENSRKYAADAQTVARMGVYKL IVGDALSGNGYNELMHSVARYYYMKRGAYLIAAANRGAQKYKLIVI EGTSHYGQNTKRQYVEAEASLGAMIMLVELSAYDKKLGDMKNPDQRLRADAD
NTDB id 1001633 ABFG87 RS09150 WP 211243452.1 FPESRYAADAQVRMGYLIGALSNYELHVARYYYKRGAYLAAANRGKYLVETHGNTKQVEAALGMMVLSYDKLGMNDLRDD 237
NTDB id 1102 NMB RS03635 WP 002244053.1 FPNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAAD 236
NTDB id 1106 NGFG RS01495 WP 003687645.1 FPNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAAD 236
consensus !!*!*!!!!!**!!**!**!!***!**!!!!!*!!!!!*!!!!!*********!!**!!**!****!*!*!!*** !**!
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NTDB id 1001633 ABFG87 RS09150 WP 211243452.1 AKRVLLKNYPETTVLDKDFLT.DRAWWAPW. 266
NTDB id 1102 NMB RS03635 WP 002244053.1 TRRVLETNFPKSPFLKQPWRSDDMPWWRYWH 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 TRRVLETNFPKSPFLTHAWQPDDMPWWRYWH 267
consensus **!!!**!*!****! * **!**!!**!*
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