
logo MKQSLQLKRLSQHQLANLTPQLQQS IKRLLQLSTI
LEFLQRQE I

VEQRAYL ITENPLLEPREGENDERWGLDEGTPSAGER IGADGSVNALQSSSATPLPG
TE

NTDB id 1001628 ABFG87 RS05010 WP 136771649.1 MKQSLQLKLSQQLNLTPQLQQSIKLLQLSTLEFRQEIERYLIENPLLEPGEDRGEGPGE...................GE 61
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!!!!!*!!!*! !!!!!!!!!*!!!!!!*! !!*! ! !!!!!!* * * ** ******************* !
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PPAANGADHADTAEAASEYESNSGSDSDFSDGSDEYGATEGRDSDWNSLWDGDSFGASGRGKGGGGPQGQESDDEDDFRADPAMQSLNRTAEARELPTLQREFHLLMEQALAGLPLKP

NTDB id 1001628 ABFG87 RS05010 WP 136771649.1 GEAP.............AESSSDDSGSEYGAEGDDWNWGSGSGGGGGGQGEDDDDFDPASNTARELTLREHLLEQAGLLP 128
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARK....PQSDEDDRAPMQLREAEPTQREFLMEQLAPLK 156
consensus **!************* ! !*!! ! !! ***** !*!! ! !*! !!*!*!! **!*

logo LPSAPLRDKRAGLVLVGI FLLVIDEASLDDDEGFYLTGQSLDQE I FLAEDQLPAEELVAETEGLVELDEDELQSAVALARMRI
L
K
Q
Q
SFDEPAIG I

VGARDSAMAEACLATLMQLQRQRLMDP
NTDB id 1001628 ABFG87 RS05010 WP 136771649.1 LPALDRAVLGLVIDALDDDGFLTQSLQEIFEQLPEELVAETGLELEDLSVALARIKQFEPIGVGARDMAEALAMQLRQMP 208
NTDB id 1425 RS RS02020 WP 011000369.1 LSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAEL....EVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD 232
consensus !** !**** *!* !!!*!*!! !! !! !! !!**** *!!**! !! * !*! !*!!! !!*! *!! **
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LVENGQHYLDELLAARDYTRLKKALKSCVDDAGEQLKASAHNAEL IRVGSLANPFRPAGAHARFWAGARALETAPDRFYVI
VPDVI

VVRYKATARAGGKWMRAQR
NTDB id 1001628 ABFG87 RS05010 WP 136771649.1 ADDIRQLALQLVEGYLDLLAARDYTRLKKALKCDDAQLKSANALIVGLNPRPAARWAALTPRYVIPDVIVYKARGKWRAR 288
NTDB id 1425 RS RS02020 WP 011000369.1 S.PAKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQ 311
consensus ** **!!! *! *!*!!!!!!!!!!!!!! *!!* !! !* !! ! ! !** ** * *!*!!!*! ! * ! !

logo LNEPADAVMRPRFLR I
VNDRMYADQI LQRRSSERGEGSGAANVLAQQREKLQEARWL IVKNS IVQQRFDTI LRVASEQAIVAERQHKASFFETHGE I

VAMRPLMVLR
NTDB id 1001628 ABFG87 RS05010 WP 136771649.1 LNEAARPRFRVNRMYADILQRSEGG....VLARELQEARWLVKSVQQRFDTILRVAEAIVARQHAFFEHGEVAMRPMVLR 364
NTDB id 1425 RS RS02020 WP 011000369.1 LNPDVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLR 391
consensus !!* !! !*! !!! !! ! ! **** ! !!!!!!!*! *!!!!!!!!!! !!! !!* !! !!!*!!!!*!!!

logo

D
E IADEETLEGLHESTI SRVTSTNQKYLMAHSTPMRGLTFEFLKYFFGSHVESTEATGGAEACSASTAIKRAI

L IKQL IVGQANEDKPKNKNPLSDSAR I
LAELTLGSER

NTDB id 1001628 ABFG87 RS05010 WP 136771649.1 DIAEELELHESTISRVTSQKYLHSPRGLFEFKYFFGSHVETEAGGECSATAIKAIIKQLIQNEDKNKPLSDSALAETLSR 444
NTDB id 1425 RS RS02020 WP 011000369.1 EIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGE 471
consensus *!!* ! !!!!!!!!!!**!!***! ! !! !!!!!!!! !! !! *! !!!*!*!!!!* !!* !!!!! *!! !

logo QGFIVVARRTVAKYREALMKQIAPAPVNLQRKSTL
NTDB id 1001628 ABFG87 RS05010 WP 136771649.1 QGIVVARRTVAKYREAMQIAPVNQRKTL 472
NTDB id 1425 RS RS02020 WP 011000369.1 QGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !! !!!!!!!!!!!!!* !**!! !!*!



X non conserved

X similar

X ≥ 50% conserved


