logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.

NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.

NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.

NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.

NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.

NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.

NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.

NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

JELALTA TUERRRIRALE e L LI GEATLTE R R AN

MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSENIATLTEIRRHFHTLKGSGRMIGAKSSA
MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSENTIATLTEIRRHFHTLKGSGRMIGAKSSA
N

LAV AL RPN O L LR AL

ELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDF PLILLGQQLQQQQSLEPALEELLQLS
ELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDF PLILLGQQLQQQQSLEPALEELLQLS

BTN R BT L Ee 4T TR

WAETVTGLELDYIEQDSLAEPIIQATHTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRALHTLR
BITLWAETVTGLELDYIEQDSLAEPIIQATHTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRALHTLR
sl orrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrnl

8 AW LSt LR PRALEL LRSS LR CHS R

GSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLPNQFNQSWDSYVEQ
Q

GSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLIBQFNQSWDIYVE
Pt rrr ettt et rrr ettt e

DT S LCLOSEL LML R DNER SR LTRSS

HGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKESYEY|
HGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKESYEV
Prrr e e e rrrrrrrrrrrrrrrrrrrnd

FALCY YRR LA LT L CRTRE A

LLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQYMPD SNDLPQQDSTSFEPINIEP
LLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQY@PD SNDLPQQDSTSFEPIMNIEP

[ T O T T O O T T O e I O O A A [

EATEIIA) A IR R Hetkee T A

EPEVVATVENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALNNLM
EPEVVATVENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALNNLM
DL e e e rrrrrrrrrrrrrrnd

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.

NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.

NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.

NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.

NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.

NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.

NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.

NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

AT A VATt VAL LT O RUTLARL) R A TV

RYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVETSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINALKRA

RYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLV|YTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINALKRA
N

V

SR WSS S DAL LT JRTATELA B TS

GQNSNFQPLPVVEAFDWESEVFSEQEVISE IIDEIPVELEPALAELETHHDQVFDTAVTELATPVE IT VISQENEVA
VTSQENEVA

GQNSNFQPLPVVEAFDEAESEVFSEQIVISE IIDEIPVELEPALAELETHHDQVFDTAVTELATPVE IT
N

ADIANRELEA L AL RO A8 AL

ANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAYQLENAFEQFAL
ANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAYQLENAFEQFAL
| | T T T T T T T T T T T O O |

RO RLLEA A AR LN S RLFSEN THOLDLT:

HHENSNIYDHLLESATAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIP KLTRADLFSSEPVMTFIQGDGTEPPPMM
HHFNSNIYDHLLESATAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIP KLTRADLFSSEPVMTFIQGDGTEPPPMM

4R AR L) EWRRIE DLXEYTLE ELACRANLAR £ L

GAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQOFSHTLVEMELAIQRLADQLRRMEGELETQITIAKH

GAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELATIQRLADQLRRMEGELETQITIAKH|
Prrr e e rrrrrrrrrrrrrrrrrrrnd

R T DO LSO YO DHT LR LSRR LR L

GIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMRTRLVPFSRLLP
GIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMRTRLVPFSRLLP)
N

AR STALR AELPALTE LA L L LERARRACERIELL R T

RLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRIELNIQRQGTDYV|
RLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRIELNIQRQGTDYV|
DL e e rrrrrrrrrrrrrrrrnd

640
640

720
720

800
800

880
880

960
960

1040
1040

1120
1120



logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.1
NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.1
NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.1
NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.1
NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

logo

NTDB id 1001548 ABFK62 RS16720 WP 000658892.1
NTDB id 1046 HON27 RS03130 WP 168726941.1
consensus

NEXD DAL L ERDILAL LTS RV LN

VVVFSDDGQGIDVEKVRQKARWLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDIKSLGGHVSVES

VVVFSDDGQGIDVEKVRQKAISLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDIKSLGGHVSVES
PELLE T r bt bbb et

IPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIARQIQST
IPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIARQIQST

URRLCEARREEAL| RN SRR O DR LV LD R D

QRHKQLSEAVYRQREIFQDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMPRMDGFE|

QRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDATEQLENIKPDLMLLDIEMPRMDGFE|
N

VLR PSR et R R st

VLNLVRHHDMHQYMPIIMITSRTGEKHRERAFIBLGVSQYMGKPFQEEELLENIDALLVAR SEVKSRes
VLNLVRHHDMHQYMPIIMITSRTGEKHRERAFRILGVSQYMGKPFQEEELLENIDALLVA SEVKSEEREIS
N T

X non conserved
B similar
> 50% conserved

1200
1200

1280
1280

1360
1360

1440
1440



