logo

NTDB id 1001498 ABFK61 RS10635 WP 001160337.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 1001498 ABFK61 RS10635 WP 001160337.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 1001498 ABFK61 RS10635 WP 001160337.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 1001498 ABFK61 RS10635 WP 001160337.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 1001498 ABFK61 RS10635 WP 001160337.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 1001498 ABFK61 RS10635 WP 001160337.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 1001498 ABFK61 RS10635 WP 001160337.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

U LSLTIELTCLRL AR LILTRTORLPALITLL LU AU

MQFPLNSSLSHTIFRLGTWYGLYRLITIAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATRQ
MQFPLNSSLSHTIFRLGTWYGLYRLITAVSLNITILVLTDAQTDNSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATRQ
N

DI DLUTENECOLONTATFTEALOR L TULAYAT YRRV SLEDMLLT

LILFFIVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSAL
LILFFIVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSAL
L e e e e rrrrrrrrrrrrrrrrrrnd

AHEE ) CCRRRLEA R YR R LRI L O

LAFLFFVVHGIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANE
LAFLFFVVHGIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANE
Prrr e e rrrrrrrrrrrrrrrrrrrrnd

DL LAE U R EEMLAR LT LR ATLAAL T

KYPLIWKWHWDLFEILKFGDLKEGDRFIFESRLSAYSINIKVQHLLVPQQTLTLLILQDAQQINQQAQQLKLAALGQLSAS
KYPLWKWHIDLFEILKFGDLKEGDRFIFESRLSAYSINIKVQHELLVPQQTLTLLILQDAQQINQQAQQLKLAALGQLSAS
L T e O T I

AR XA KRS N SER D TLEELED

INGTGLGLYLSHSFCEANHAKLTYVEQKQGACFRIECPITIY 522
EINGTGLGLYLSHSFCEANHAKLTYVEQKQGACFRIECPIIY 522
]

80

160
160

240
240

320
320

400
400

480
480



(>4 ES

non conserved
similar
>50% conserved



