
logo

MA
M
E
M
N

E
Q
S

Q
R
T

K
P
Q

K
L
S

V
AL ILVVDDEEPRDLICRLELMLEQVI

L
MTLAGRMKGI

L
D
K
R

I
T
H
R
S

L
S
TAARYRNLVAEKQEAKRQELFLTAQRSEFNHPFYDALCLTDLMNRLPDGNSGI

L
E
DLVKQTEHYVIAQSRQNQRHYPNQTP I

V
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAA 398
NTDB id 1001246 ABFU71 RS15995 WP 043921909.1 PQLAAAIIARLARSHGRPIPLLTQSALDALDTYGFPGNVRELENILERALALAEDDQISATDLRLPAHGGHR...LAASP 396
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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