e lE ule KVK ettt ol
%AréﬁNANKNKé\%K'é .ES ¢¥ i B\fSA L"N E> Eg RHVQ\LE\?\L/E Kﬁx/N&EE'JQS}S |K
NTDB id 1169 A1552VC RS11075 WP 000648511.1  ........... MKATQTLP KNMRMWKEMN SN[ GSVS LAR.LT
NTDB id 1402 DSB67 RS12670 WP 010643257.1 . ........... MKTIMPQEKNMRMK NSSK TS LM Q GSISFITK IS
NTDB id 1112 NGFG RS09215 WP 003689811.1 .. .MAKNGG. . .FSLFIAKKEKR)QI RHSASDJLMN[ESMSINFEEEMNSKKIRAMREINRPLOMTRVE . . . . . TSSKRISENNQ
NTDB id 1113 AAA85695.1 219..1451( ) .MAKNGG. . .FSLFJAKKEKRJaT RHSASDL NG SINFREEELKKIRAJSRENIRPLOETRVE . . . . . TSSKRENIQ
NTDB id 1001165 ABFU78 RS05335 WP 407363956.1 MSATVRNANKNKPATADQ SPIaVv TDER[EVIY. P] FGA . AGIQQAP
NTDB id 1252 GC085 RSO07730 WP 011213805.1 ............ MDKN LT)gH NEACQIY. FDR . KNJQSRNQ
NTDB id 1198 PSJM300 03950 AFN76868.1 ............ MAQKIKNSVT DRQ[EAJS. ..
NTDB id 1016 ACIAD RS01680 WP 004920476.1 ........... MAAKKTQV PVIZA DRK[¢I]Y. FEGLLK)QWKP
NTDB id 1059 ABD1 RS01610 WP 000279215.1  ........... MAVKKQM PTIgA D KV. LEGLFKQQMT
consensus * * 1% *x |kk * * * 3k %k K * * %
o) TTRAT e e g HKN o Bk, VE sk ot oo Ve sl
= LI\t =NES L TR k EVNEE | RS sEeNAsEH p45) =R VN
NTDB id 1169 A1552VC RS11075 WP 000648511.1 JATROLATM
NTDB id 1402 DSB67 RS12670 WP 010643257.1 I\ADIT FTRQ ATM
NTDB id 1112 NGFG RS09215 WP 003689811.1 IADIT FTRQL TM
NTDB id 1113 AAA85695.1 219..1451( ) IADIT FTRQL TM [AG PL QAFEIVARIG/s{ENPEM
NTDB id 1001165 ABFU78 RS05335 WP 407363956.1 DIF RQ ATM K GVP VAEI S[¢1Q KINpgRIUE
NTDB id 1252 GC085 RS07730 WP 011213805.1 I\DIT F RQLATM G PLVQAF IVAJSGEIN)e:AR
NTDB id 1198 PSJM300 03950 AFN76868.1 WIDIEY FTRQ ATM KAGVPL Q F I
NTDB id 1016 ACIAD RS01680 WP 004920476.1 IID T\ FTRQLATM KAGVPLVQAFEIVA GIR3NPEM
NTDB id 1059 ABD1 RS01610 WP 000279215.1 IIDIT FTRQLATM KAGVPLVQ FEIVA GWXNPEM
consensus [ [ | Ik |k * * %k * %k k %k * * | ko ok * %k % * 1 kkk Lkkx !l x|
D Gt DM ol st TG, Ji S 0
EgL |- ¢£ N lerAL ¥E EE Yéu E ¥ RY&
NTDB id 1169 A1552VC RS11075 WP 000648511.1 Q
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1112 NGFG RS09215 WP 003689811.1 ANMYKEK ISWIGAELPIZAT QN
NTDB id 1113 AAA85695.1 219..1451( ) AMYKEK ISWIGAELPA TQ
NTDB id 1001165 ABFU78 RS05335 WP 407363956.1 A YKE%
NTDB id 1252 GC0O85 RS07730 WP 011213805.1 A YKEK
NTDB id 1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus 1 sk ok ok kok Dok ol *k |k I 11 Dok 11 oskok * % % Ix 1 Pkl Dok Dok ok | * ok kok
i L ol ABF RT A T
k 6ivé = ::5 AEk/\ARl[ % NVLE U Yi —lT—SYE = \1/ IBRY \-|; IKTANIVE
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1 KAIA FRRTLAT F AG P
NTDB id 1112 NGFG RS09215 WP 003689811.1 A RTWATIRFAAGVPLVDENLINSTAGAKGN
NTDB id 1113 AAA85695.1 219..1451( ) ATIRFAAGVPLVDY A
NTDB id 1001165 ABFU78 RS05335 WP 407363956.1 l l l IRENYKISIPAMQHG DRL RTATFAGVPLV ALAGATGN Y
NTDB id 1252 GC085 RS07730 WP 011213805.1 lFA NESIL EJ3A Q Tl RTL MTFAAG PLV ALISS\AGATGN
NTDB id 1198 PSJM300 03950 AFN76868.1 RTL TTFAAGVPLVDALMSWAGATGN
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1

consensus * % ok ok k sokokokokkk kok ok |okoksk  skokokokok |kok | okok | sk | e (EENEL * 1 %k [

147
146
149
149
158
146
145
148
148

227
226
229
229
238
226
225
228
228

307
306
309
309
318
306
305
308
308



logo

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1

| Halle |

s

387
386

NTDB id 1112 NGFG RS09215 WP 003689811.1 QMY IGEESG LD MLNK
NTDB id 1113 AAA85695.1 219..1451( ) QMY IGEESG LD MLNK
NTDB id 1001165 ABFU78 RS05335 WP 407363956.1 QMIWAIGEE GALDEWMLIAKVAJX EMEV NAVD LSN MEPLIM
NTDB id 1252 GC085 RS07730 WP 011213805.1 QMVAIGEESGAL |y YEIMEV NAVD LSH IREP IMBILG
NTDB id 1198 PSJM300 03950 AFN76868.1 QMIEAIGEESGALD MLEJKVAW YEWEVDNEVD L [\ MEP IMI LG
NTDB id 1016 ACIAD RS01680 WP 004920476.1 QMVAIGEESGALD MLIKVAR YESEVDHAVD L § MEPLIMINILG
NTDB id 1059 ABD1 RS01610 WP 000279215.1 QMVAIGEESGALDEMLMKVA YENEVDNAVD L § MEPLIMINILG
consensus * ¥k ok E N * 11 1 [ L N [N k Dok Do ook D sk Dokokoskor |k
<0
logo V\/ \-V\/A Y\. |FN S\N
LI T #| LI RTRALA
NTDB id 1169 A1552VC RS11075 WP 000648511.1 VGGLV AMYLPIF LEISV [ 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 VGGLVIJAMYLPIF LJISV | 407
NTDB id 1112 NGFG RS09215 WP 003689811.1 i AMYLP F LGWVV . 410
NTDB id 1113 AAA85695.1 219..1451( ) T AMYLP F LGNRVV 410
NTDB id 1001165 ABFU78 RS05335 WP 407363956.1 MYLPIFAL SVV R 419
NTDB id 1252 GC085 RS07730 WP 011213805.1 AMYLPIFKLGSEV.. 406
NTDB id 1198 PSJM300 03950 AFN76868.1 AMYLPIF 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIF 408

consensus

X non conserved
B similar
>50% conserved



