logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1000958 ABFU56 RS07450 WP 003489919.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1000958 ABFU56 RS07450 WP 003489919.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

NV/-\

= |—<‘—

EIE=H O > N EEEEEE

YN

)

2

i

el

* |k

\BRCAGA

=L

sl

I§ SDLH SAG

I SDLH SAG
ISASDLHLSAG
BASDLHLS G
EASDLHLSAG

[{ IWASDLHLSAG
EASDLHLSAG
[BASDLHLSAG
IGASDLHLSAG
D1 skokoskok ok |

s

Yok Lk Dk | orok

%

'1:9.-'.>

80 6

S
BIPMIRVEIG
SIPMIR VG
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

* ok %k k% * 1ok

Ll

/\<g

E LGL[4N

* 5k ok ok o k ok k ok Xk

ol salayol D4R SIS i

< e

e Pt TS T e

I AMSIRGLVLVTGPTGSGKSTTLAAY
14 AMISIRGLVLVTGPTGSGKSTTLAAYY

n] EIPEAGL LVTGPTGSGKSTTLA M
ISTPWAPRGLVLVTGPTGSGKSTTLAAM
i PAMPRGLVLVTGPTGSGKSTTLAAM
DITMPRGLVLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM
DIIMPRG VLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM

IF

¥orok Rk ok Dkorkokr br Ll D] Lk

153
155
156
159
155
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

1000958 ABFU56 RS07450 WP 003489919.1

1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

1000958 ABFU56 RS07450 WP 003489919.1

1202
1194
1020
1081
1060
1040

consensus

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

iE)

EDPIEFVHEHK C

EDPIEF H[ap:{elC

EDPIEF HiX:¥XEC IjyQRE V[eniD Ty
EDPIEF HigKEY] INQREV[ERIDTIH
EDPIEFVH@SKKSLINQRE H[aJITIH
EDPIEFVHNSKKSJLINQRE H[aJITIH
EDPIEFVHSRRKCLINQREVH
EDPIEFVHSRRKCLINQREVH
EDPIEFVHNSKKCL NQREVH
EDPIEFVH[SKKCL NQREVH
EDPIEFVHWSMKCLINQREVH
EDPIEFVHISKKCL NQREVH
EDPIEFVHIISKKCL NQREVH
EDPIEFVHI¥YKKCLINQREVH
EDPIEFVHSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH
EDPIEFVH[NSKKCLINQREVH

sk Ll %% EE |

TIDRLDIF et R {QA\/&QM@\@@ Rt Pl

g

DVFPEE [ [§
T DRI DVFPAEEK MVR
T DRI DVFPAMEK MVR

IDRI

e W el AR

(e

WNALR ALR [APD
INYALRSALREDPD
IN{ALESALREDPD
IQYALRSALREDPD
QYA LRSALREDPD
WALRSALREDPD
WALRSALREDPD
WA LRSALREDPD
§JIALRSALREDPD
)3ALRSALREDPD
WA LRSALREDPD
WA LRSALREDPD
WA LRSALREDPD
WA LRSALREDPD

NN NN

TIDRIIDVFP § K MVR
TIDRIIDVFP § K MVR

MLSESLHAVI QIELLK
MLSESLIAVI QISLLK

TI RIIDVFPAEEKSMVR
TI RIIDVFPAEEKEIMVR
TIDRIIDVFPA[EEKIZMVR

MLSESL{AV QELLK
MLSESLMAV QELLK
MLSESLIIAVISQMLLK
MLSESLMAVISQWLLK
MLSESL VISQWL K
MLSESL®AVISQWLLK
TIDR IDVFPAEEK MVRAMLSESLWNAVISQWLLK
TIDR IDVFPAEEK MVRMMLSESLWAVISQWLLX

TIDR IDVFPAEEK MVREIWMLSESLNAVISQELLK
*ok |k ok ok o ok ok ok K K K Pk | oskkxk | Dok

:NKGGRVAA IRE T M
RSGGRVAAR

RUGGGRIYAA[
MUGGGRVAAHEIMI
MIGGGRVAAHEIMI
BOGGGRVAAHEIMI
MNGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI

EIM
EIM

*k | IEET

LT L s

RERIEN DYNALINJAETGHLVE | TLHESWY AR
RDMETI JAA TAAETGHLVGTLHTHSAjg

G
G

LA TAAETGHLVFGTLHTRISApN
LA TAAETGHLVFGTLHTJYS Ap§K
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
! ! % 1% DU kokok 1%

I

ety
E

PAIRNLIRENKVAQMYSHIQTG
PAIRNLIRENKVAQMYSIIQTG
IIPATRNLIREKVAQMYSBIQTG
IIPATRNLIRENKVAQMYSE\IQTG
IIPATRNLIRENKVAQMYSINIQTG
IIPATRNLIRENKVAQMYSENIQTG

*okok ok kkkk || *okokkkk ok

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
314
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1000958 ABFU56 RS07450 WP 003489919.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1000958 ABFU56 RS07450 WP 003489919.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

TLDQMV&S%AB%A"

RS REF R
INLHSPADSANDLRLMLKTKRGDDY...GSGSLQNVKI........ DME..............
YEDINLLHADSSNDLRLMIKLGSETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. .. ..
YADINLKHIEADSPNNLRLQIKLSEEANKPLDNRERMSEMER. . ... ... KMTFDGQRRNLK. . ...
LERAI.DPKE..EARLANDASAGL.GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA
I A PEV I R RR I QAN SE SM . . SF . . . e e e e e e e e e
T I APE A R RR I QN SE S M. . SF . . . e e e e e e e e e e e e e
i CMID AQEVQSKIELD LKA . LI, . oo e e e e e e e e e e
T CMA D AQEVQSKIELDLKA . L l. . o ottt e et e e e e e e e e e e e e e e e e e e
T NS KH T HE AL . NK S L . LI, . . o o e e e e e e e e e e e e e e e e e e e e e e e e e
T NI KH T HE AL . NKSL . L Jl. . . ot ot e e e e e e e e e e e e e e e e e e e e e e e e e
T SERRRN QI REY K . DKR I . L JE . . . . o e e e e e e e e e e e e e e e e e
i RS R DS KEKI K . QP EN . L J. . . . o e e e e e e e e e e e e e e
T RS R EN  REKE K . TPEN . L J. . . .. ottt e e e e e e e e e e e e e e e e
T AN L P TE R AVE K . SPE S . LI, . . e e e e e e e e e e
T CARESP O TE R TAI K . QPES . Ll . . . .t e e e e e e e e e
T GBS PQTEIRTAIK . QPES . LI . . . ot e e e e e e e e e e e e e e e
T CARESI P QT R TAI K . QPES . Ll . . . o o e e e e e e e e
| | * %k *
....................... 368
....................... 381
....................... 383
PATPAAPAAGRSEPGRAGGFGRR 418
....................... 347
....................... 347
....................... 345
....................... 345
....................... 344
....................... 344
....................... 345
....................... 344
....................... 344
....................... 344
....................... 345
....................... 345
....................... 345

K non conserved
B similar
>507% conserved

Ec [,
Et—f’—{-\RL< R = s EARS L LSRRV RESDET o avra s AR

368
381
383
395
347
347
345
345
344
344
345
344
344
344
345
345
345



