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NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGY.ENAVNEGAVPTKLSD.VG 70
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGF.EQAINEGKTPSLTSTDEG 73
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAF.EQAISEGHTPSLVSSLPG 75
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGV 73
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGV 73
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVA. 73
NTDB id 1000581 ABFU48 RS05260 WP 323530790.1 .......MKKNAQGFTLIELMIVIAIIAILAAIALPAYSDYTKKAKVSEVVLAASSGRTTISEYVAANNGTCPN...... 67
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
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NTDB id 1038 H0N27 RS01510 WP 000993725.1 F.....TAATS..SVCATYSIDA.FTETDGAGKITCTLK.GN..PKIATKIVELTRS.............TDGAWTCVSD 126
NTDB id 1197 PSJM300 03940 AFN76866.1 Y.....IGITDSTSYCD.....V.DLDTAADGHIECTAK.GGNAGKFDGKTITLNRT.............ADGEWSCAST 128
NTDB id 1204 PSJM300 03935 AFN76865.1 F.....IGIGASTNYCT.....V.TLIATATGSITCTTQ.NGMPDRFNGKTITIART.............TDGLWDCTSD 130
NTDB id 1109 OK783 RS10670 WP 157147416.1 A........SA.STIKGKYVQKV....EVAKGVVTAQMASTGVNKEIQDKKLSLW..........AKRQDGSVKWFCGQP 130
NTDB id 1119 NGFG RS11465 WP 017147169.1 A........SPPTDIKGKYVKEV....EVKNGVVTATMLSSGVNNEIKGKKLSLW..........GRRENGSVKWFCGQP 131
NTDB id 1191 AAC28468.1 484..945( ) ....GNVIFDSANGLDGKYFAPGGVTVTPDTGAINIAFDA....GANAGKTMTITPTVIA.......ASGQISTWTCAPG 138
NTDB id 1000581 ABFU48 RS05260 WP 323530790.1 .....TSVLESQS.......S.TYVSGVSNSGCVITAVST....VSGATGNIVLTGTVN........PSTFQVDWTCGGS 122
NTDB id 1424 RS RS02795 WP 011000517.1 ....GSSVF...TPTKNVANL.TIAGTGTVPGQITVTYT.....TAAGGGTLALVPTAAGTALPVSSAPSGPIMWTCYAQ 141
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGVQEISASNATTNVATA...TCGASSAGQIIVTMDT....TKAKGANITLTPT..........YASGAVTWKCTTT 135
NTDB id 1274 LPP RS09530 WP 011214168.1 V.........SPAATPNVASI...AIGA..NGVITITY.T....AAAGGGTIVMTPTL.........QANGDVTWTCTGG 123
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V.........SPAATPNVQSI...AIGA..NGVITITY.T....AAAGGGTIIMTPTL.........QANGDVTWTCTGG 123
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NTDB id 1038 H0N27 RS01510 WP 000993725.1 .................VPTEFLPKGCTAGTPTEGAITSL 149
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NTDB id 1191 AAC28468.1 484..945( ) AAN.............GIETRRLPTSCQ*........... 153
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NTDB id 1258 GCO85 RS09745 WP 014844212.1 ................TLLAKYRPASCRP........... 136
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