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S TAITNNAL ATQAAT
SETAITNNALIFATQAATEY

SEIREC- \/Yévé Bl SA TVlé YA Aé"\" YTFDA 4N KéK KL E Tocac v me

GFTR. .. GTVE.D..MGD KIV| AP TASGALGGT KYTFD VSSSK ............
GFTR.. .BETVE.D..MGDEKIVMAP.TASGALG[¢TRRKYUNEFD VSSSKIQ ............
GFTR.. .BWe&TVE.D..MGDE@KIVMAP.TASGALG[T KYTFD VSSSKIQ ............
....LAQEEVDV.A.ANDLGA. .@D....SALBGESPWLWETE . DADSSID.GI TFT ............
........ GFTA.ATISVC TYS@DA . FTETD@A[EK CTLK .NPKIATKI e
ATKKEVPEEGVAA.D. ANKLETIABKPDPADGT&D I TINKE . TM GAGPKNKGKIITLT ............
....... ¢LNS.P.@ISRCSS......VV. . V@MATSERNCUNLR . .[NASKITEKTBAIRS . . ... .......
EGYMEITD.S.@MSYCDV...... DLDTAMD{¢H ECTAK. GNAGKFDGKTITLN ............
....PGFEIGA.S.@NYCTV...... TLIATATESINICUWTQN . MPDRFNEKTIMTEA . . . . ... .....
AS........... PPEDIKE@KYVKEVEV. . KNEVERNAIML SS[EVNNE IK[EKK SLW ..........
AS........... A.BTIKEKYVQKVEV. lKGV AQMASTEVNKEIQDKK SLW ..........
..... GN.IFDSANGLDGK YFAPGGVTVTPDTGA NIAFDI .GANA[@EKT TPTVIA
..... GSSVF...TP KNVINLT.AG . TGTVP[EQ VTYTT.....AAGGGT ALVPTAAGTALPVSSAPS P I M|JNNG;
SSCV.GVQEISASNA TNV@T..ATC GASSAGQ IVEsMDT . . TKAKEANMTI®HTP. ... ......
V..o .. SPAAPNVQS. G NEVIRFTUNYTH . . . . . AAGEGTIIMTPT. . .......
V..o, SPAA PNVlS NGV ITYT ..... AAGGGTIV TPT .........
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SH. ... ... TSETAIJKGE®TAGATIN. ... ..
SH. ... KGE®TAGATIN......
SHl. .. ... KGETAGATIN......
LPTAP..................ATAVDGE®S............
VB. ... . KGETAGTPTEGAITSL
™.................DQDEQBIIZKG®SK...........
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™. ...... . 0. DSEMKIZGK®L . . .. ........
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YAQNKAQAAS.SVAPSGTMSBAABMAIZAEGR . . . . ... .....
T . ... ... S.DKEMVESESRG. ... ... ....
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