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NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGV 73
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGV 73
NTDB id 1000318 ABFU14 RS05335 WP 407471905.1 ....................MIVVAIIAITASIALPAYQDYVIRARVAEAVVLLSGAKALVTENINNENLLA.......G 53
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
consensus *********!!!*!!**!*!**!*!!!*!!**!!*!*!****** *! *!*! ** * ** * *
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NTDB id 1109 OK783 RS10670 WP 157147416.1 AS..........A.S.TIKGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSL..........WAKRQDGSVKWFCGQPV 131
NTDB id 1119 NGFG RS11465 WP 017147169.1 AS..........PPT.DIKGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSL..........WGRRENGSVKWFCGQPV 132
NTDB id 1000318 ABFU14 RS05335 WP 407471905.1 SACNGVSGA..APATANVSNFTCSG....NGVLTVQ.TTAK....AGAVTITLLPTY.........VQEEPVRWRCVRTG 113
NTDB id 1424 RS RS02795 WP 011000517.1 ....GSSVF...TPTKNVANLTIAGTGTVPGQITVTYT.TA....AGGGTLALVPTAAGTALPVSSAPSGPIMWTCYAQN 142
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGVQEISASNATTNVATA..TCGASSAGQIIVTMDTTK....AKGANITLTPT..........YASGAVTWKCTTT. 135
NTDB id 1274 LPP RS09530 WP 011214168.1 V.........SPAATPNVASI..AIGA..NGVITITY.TAA....AGGGTIVMTPTL.........QANGDVTWTCTGG. 123
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V.........SPAATPNVQSI..AIGA..NGVITITY.TAA....AGGGTIIMTPTL.........QANGDVTWTCTGG. 123
consensus ** ** * *!***** *** ******** ** * * ! !
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NTDB id 1109 OK783 RS10670 WP 157147416.1 TRTGDNDDTVADANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 TRADDDTVADAKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1000318 ABFU14 RS05335 WP 407471905.1 ................GAIKHVPPECRN...... 125
NTDB id 1424 RS RS02795 WP 011000517.1 KAQAASS.VAPSGTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ...............S.DKKYVPSECRG...... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 ...............TLLAKYRPASCRP...... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ...............TLLAKYRPASCRP...... 136
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