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ALKRASFMLRQDPDVIVI LMVGETIRDKLDETADKETIAVI EKASALQTGHMLVFMLTSTLHTNDNSAPAAGQEAT
NTDB id 1410 SGL RS13950 WP 010873519.1 NINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGA 477
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NTDB id 1110 NGFG RS09235 WP 003689817.1 NIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPAT 417
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