
logo MFALKHLP IALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPSGAATN
NTDB id 100011 AL464 RS00985 WP 029845832.1 MFALKHLPIALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVSGAATN 80
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATN 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!

logo PENVKRVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKS IVTAFAHFAQETGGHI S IDNV
NTDB id 100011 AL464 RS00985 WP 029845832.1 PENVKRVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNV 160
NTDB id 1299 VP RS02975 WP 005483021.1 PENVKRVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNV 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SDNPFLGLEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVL
NTDB id 100011 AL464 RS00985 WP 029845832.1 SDNPFGLEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVL 240
NTDB id 1299 VP RS02975 WP 005483021.1 SDNPLGLEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVL 240
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LKNPGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGI ECGEQNKDKGQPVNR
NTDB id 100011 AL464 RS00985 WP 029845832.1 LKNPGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNR 320
NTDB id 1299 VP RS02975 WP 005483021.1 LKNPGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNR 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I RYWEGLAAHYQIP I EADEKNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDY
NTDB id 100011 AL464 RS00985 WP 029845832.1 IRYWEGLAAHYQIPIEADEKNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDY 400
NTDB id 1299 VP RS02975 WP 005483021.1 IRYWEGLAAHYQIPIEADEKNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDY 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EKCVTNFYQSHAGWPEVRVVDKLDPVDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSG
NTDB id 100011 AL464 RS00985 WP 029845832.1 EKCVTNFYQSHAGWPEVRVVDKLDPVDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSG 480
NTDB id 1299 VP RS02975 WP 005483021.1 EKCVTNFYQSHAGWPEVRVVDKLDPVDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSG 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TPTEPPTTEPEPPVTEPEPPVTEPEPPVTEPEPPVTEPVPPVTGSF IQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWES
NTDB id 100011 AL464 RS00985 WP 029845832.1 TPTEPPTTEPEPPVTEPE.......PPVTEPEPPVTEPVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWES 553
NTDB id 1299 VP RS02975 WP 005483021.1 TPTEPPTTEPEPPVTEPEPPVTEPEPPVTEPEPPVTEPVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWES 560
consensus !!!!!!!!!!!!!!!!!!*******!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo PTQSNWFWDE I SCQ
NTDB id 100011 AL464 RS00985 WP 029845832.1 PTQSNWFWDEISCQ 567
NTDB id 1299 VP RS02975 WP 005483021.1 PTQSNWFWDEISCQ 574
consensus !!!!!!!!!!!!!!
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