
logo MFALKHLP I
LALSCVLAAQAVNASMNIQPDPQNPNGYVIARGDVQAMVEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATTN

NTDB id 100004 AL545 RS21315 WP 017820571.1 MFALKHLPLALSCVLAAQVNASMNIQPDPQNPNGYVIARGDVQAVEQSKTSDPMYAIWSQALETRPNSVVEAIVPGATTN 80
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATN 80
consensus !!!!!!!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo PENVKRVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKS IVTAFAHFAQETGGHI S IDNV
NTDB id 100004 AL545 RS21315 WP 017820571.1 PENVKRVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNV 160
NTDB id 1299 VP RS02975 WP 005483021.1 PENVKRVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNV 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SDNPLGLEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVL
NTDB id 100004 AL545 RS21315 WP 017820571.1 SDNPLGLEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVL 240
NTDB id 1299 VP RS02975 WP 005483021.1 SDNPLGLEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVL 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LKNPGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWGVPSQRELDAGIGYGFGTTINVINGGI ECGEQNKDKGQPVNR
NTDB id 100004 AL545 RS21315 WP 017820571.1 LKNPGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWGPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNR 320
NTDB id 1299 VP RS02975 WP 005483021.1 LKNPGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNR 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I RYWEGLAAHYQIP I EADEKTNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDY
NTDB id 100004 AL545 RS21315 WP 017820571.1 IRYWEGLAAHYQIPIEADETNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDY 400
NTDB id 1299 VP RS02975 WP 005483021.1 IRYWEGLAAHYQIPIEADEKNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDY 400
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EKCVTNFYQSHAGWPEVRVVDKLDPSVDPVDEPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSG
NTDB id 100004 AL545 RS21315 WP 017820571.1 EKCVTNFYQSHAGWPEVRVVDKLDSVDPVEPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSG 480
NTDB id 1299 VP RS02975 WP 005483021.1 EKCVTNFYQSHAGWPEVRVVDKLDPVDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSG 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TPTEPPTTEPEPPVTEPEPPVTEPEPPVTEPEPPVTEPEVPPVTGNSF IQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWES
NTDB id 100004 AL545 RS21315 WP 017820571.1 TPTEPPTTEPEPPVTEPEPPVTE.......PEPPVTEPEPPVTGNFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWES 553
NTDB id 1299 VP RS02975 WP 005483021.1 TPTEPPTTEPEPPVTEPEPPVTEPEPPVTEPEPPVTEPVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWES 560
consensus !!!!!!!!!!!!!!!!!!!!!!!*******!!!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo PTQSNWFWDE I SCQ
NTDB id 100004 AL545 RS21315 WP 017820571.1 PTQSNWFWDEISCQ 567
NTDB id 1299 VP RS02975 WP 005483021.1 PTQSNWFWDEISCQ 574
consensus !!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


