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NTDB id 1002 ACIAD RS15100 WP 004923779.1 .....MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPST.AGSS 74
NTDB id 1274 LPP RS09530 WP 011214168.1 ......MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAAT.GYV. 72
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ......MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAAT.GYV. 72
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSR.GWSVKSGTGT.EDAT 73
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINE.GKTPSLTSTD.EGYI 75
NTDB id 1204 PSJM300 03935 AFN76865.1 .MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISE.GHTPSLVSSL.PGFI 77
NTDB id 1000037 ABFU52 RS05125 WP 274497102.1 .....MKKQNGFTLIELMIVIAIIAILAAIALPMYQDYVAKSQVTAGLAEINPGKTQYEVALNE.GKTTVTGIGD.LGLK 73
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNE.GAVPT.KLSD.VGFT 72
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NTDB id 1002 ACIAD RS15100 WP 004923779.1 CV....GVQEISASNATTNVATATCGAS.SAGQIIVTMDTT....KAKGANITLTPT.YASGAVTWKCTTTS.DKKYVPS 143
NTDB id 1274 LPP RS09530 WP 011214168.1 ............SPAATPNVASIAIGA...NGVITITY.TA....AAGGGTIVMTPTLQANGDVTWTCTGGTLLAKYRPA 132
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ............SPAATPNVQSIAIGA...NGVITITY.TA....AAGGGTIIMTPTLQANGDVTWTCTGGTLLAKYRPA 132
NTDB id 1184 GTF74 RS02335 WP 000649326.1 RL....GTVE..DM.GDGKIVIAPTASGALGGTIKYTFD....AGVVSSSKIQLARD....ANGLWTCSTTV.TSEIAPK 144
NTDB id 1167 A1552VC RS11065 WP 000649326.1 RL....GTVE..DM.GDGKIVIAPTASGALGGTIKYTFD....AGVVSSSKIQLARD....ANGLWTCSTTV.TSEIAPK 144
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 RL....GTVE..DM.GDGKIVIAPTASGALGGTIKYTFD....AGVVSSSKIQLARD....ANGLWTCSTTV.TSEIAPK 144
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KKEVPLGVAA..DANKLGTIALKPDPADG.TADITLTFTMGGAGPKNKGKIITLTRT...AADGLWKCTSDQ.DEQFIPK 146
NTDB id 1197 PSJM300 03940 AFN76866.1 GI......TD..ST.SYCDVDL...DTAA.DGHIEC.TAKGGNAGKFDGKTITLNRT....ADGEWSCASTL.DAKYKPG 136
NTDB id 1204 PSJM300 03935 AFN76865.1 GI......GA..ST.NYCTVTL...IATA.TGSITC.TTQNGMPDRFNGKTITIART....TDGLWDCTSDL.DSRYKPG 138
NTDB id 1000037 ABFU52 RS05125 WP 274497102.1 SP......TE......RCTISPI.TALSA.TGTIVC.TLKGN..TQVVGKTVTLTRA....TDGTWTCATNA.AAKHAPA 131
NTDB id 1038 H0N27 RS01510 WP 000993725.1 AA......TS..SVCATYSIDAF.TETDG.AGKITC.TLKGN..PKIATKIVELTRS....TDGAWTCVSDV.PTEFLPK 134
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NTDB id 1002 ACIAD RS15100 WP 004923779.1 ECRG........... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 SCRP........... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 SCRP........... 136
NTDB id 1184 GTF74 RS02335 WP 000649326.1 GCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GCTAGATIN...... 153
NTDB id 1192 PAKAF RS23870 WP 024947914.1 GCSK........... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 KCS............ 139
NTDB id 1204 PSJM300 03935 AFN76865.1 KCL............ 141
NTDB id 1000037 ABFU52 RS05125 WP 274497102.1 GCPGV.......... 136
NTDB id 1038 H0N27 RS01510 WP 000993725.1 GCTAGTPTEGAITSL 149
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