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NTDB id 1029 TT RS02230 WP 011228203.1 299
NTDB id 1169 A1552VC RS11075 WP 000648511.1 304
NTDB id 1402 DSB67 RS12670 WP 010643257.1 303
NTDB id 1112 NGFG RS09215 WP 003689811.1 G IAR FAAGVPLVDL STAGA 306
NTDB id 1113 AAA85695.1 219..1451( ) GIgAT EF KLEARSIIKIQRRED) IAR FAAGVPLVDL STAGAJN 306
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 G ATINF ' IXA (JMR S|'S MKAWMTIAR SRTLATTFAAGVPL DALSTAGATN 305
NTDB id 1059 ABD1 RS01610 WP 000279215.1 IL. MKANIAR SRTLATTFAAGVPL DAL STAGATNN 305
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 LG VGGLV AMYLPIF LEISV B 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 IALG VGGLVAMYLPIF LISV | . 407
NTDB id 1112 NGFG RS09215 WP 003689811.1 T AMYLP F LGNVV s 410
NTDB id 1113 AAA85695.1 219..1451( ) T AMYLP F LGNVV  E3 410
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF GSVVES 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIF GSVVAS 408
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