
logo MKQAVIGYLRQSTMTKQQSLAAQKQATI EAI
LAEKKHHNIQHYINTFYSDKQSGRKTDKNRNSGYQRQI

MTEQL IQQGQCDI
VLCCYRLNRLHRNLKNAL

NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRNLKNAL 85
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRNLKNAL 85
consensus !!! !!!!!!!! !!!!!!!!!! !!!*! !!*!!*! !!!!!!!!! ! ! !! !*! !!!!!!!!*!!!!!!!!!!!!!!!!!

logo KL IMKLCQKTYHVHI LSVHDGYFDMDKQAFDRFLKLNI F I SLAELESDNIGEQVKRNGI
L
K
QEKAKQGKRLMITTHAPFGYEHYHNGATF ITIDNQTNVEK

NTDB id 1 SACOL RS00225 WP 000806247.1 KLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYHNGTFTIDTVK 170
NTDB id 10 SA RS00435 WP 000815646.1 KLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYHNGAFIINQNE 170
consensus !!*!!!! !!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!*!!* !!!!!!**!!!!!!!!!*!!!! ! !

logo

A
SPTVKAVFNYYI

L
K
QGHYGYKKIAQLYLEAEDDNKTFYINRKQPYQVRNI I ILNPNYCGRVI

NNQYGQFYDENMFPAS IVSTSTIYEEQAQRVLTRSTQKPQI
VKQR

NTDB id 1 SACOL RS00225 WP 000806247.1 APTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTIYEEAQVTRTQKPVKR 255
NTDB id 10 SA RS00435 WP 000815646.1 SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRSQKQIKQ 255
consensus !!!!!!!!!!* !*!!!!!!! !! ! *!!! !!!!!!!!*!!!!!!!! !!!!!**!!!! !!!!*!!! !! !*!!**!

logo

K
T
P
SSDENQLKQKIKCPCYCDNSTTLTNMTI

VRKKHNHTLRYYVCPKQNMNASRFVCDEFKGINAQETLEDTKSVLAETVCKQDFFYQNQQRI
LYSTKIKNGHATIDQKQ

NTDB id 1 SACOL RS00225 WP 000806247.1 KPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLATCQDFFQNQQLYSKINHTIQQ 340
NTDB id 10 SA RS00435 WP 000815646.1 TSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVCKDFYQNQRIYTKIKGAIDK 340
consensus *!*!!!!!!!!!!*! *!!!!!!*!!!*!!!!!!!!! !!!!!!!!!*!!!!!!! !! !! ! !!*!!! *!*!! * !

logo R I
LKRQRDNI EKTHKHTTLNTHQEQL I EKLAQDGI

KIDAETFREQTQSLRQQPSKQPR I
T
S
TS INSGTHYQIQRHKATFIQNI IQKQRFTLNI

MLYPYIDEETIHNI STKDNK
NTDB id 1 SACOL RS00225 WP 000806247.1 RLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQNIIQQRFTLNMLYPYIDEINISKNK 425
NTDB id 10 SA RS00435 WP 000815646.1 RIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQNIIQKRFTLNILYPYIETIHITKDK 425
consensus !*!!!! !! **!! *!!!!!!!!! !!!!!!!!!!!!!!!!* * *!! *!! * !!!!! !!!!!*!!!!!* !*!*! !

logo

N
SLAIG IYFKNEPLNIVKNQTMEQLSS IAV

NTDB id 1 SACOL RS00225 WP 000806247.1 SLAGIYFKNEPLNIVKQTMELSIV 449
NTDB id 10 SA RS00435 WP 000815646.1 NLIGIYFKNEPLNIVNQTMQSSIA 449
consensus ! !!!!!!!!!!!! !!! !!

X non conserved

X similar

X ≥ 50% conserved


